>pDyne Vector Map

Blue text: Lac promoter region
Bold text: M13 F/R primer region
Italic text: MCS region

Red text: Insert location

Yellow box: ccdB gene region

BIIEIBSY: kanamycin resistance region
R : ~picillin resistance region
agcgcccaatacgcaaaccgcctctccccgegegttggecgattcattaatgcagctggcacgacaggtttcccgactggaaagceg
ggcagtgagcgcaacgcaattaatgtgagttagctcactcattaggcaccccaggctttacactttatgcttccggcetcgtatgttgtg
tggaattgtgagcggataacaatttcacacaggaaacagctatgaccatgattacgccaagcttggtaccgagctcggatccacta

gtaacggccgccagigigctggaaticgcccttaagggcgaatictgcagatatccatcacactggcggccgcetcgageatgceatct

dgagggcccaattcgccctatagtgaatcgtattacaattcactggcecgtegttttacaacgtcgtgactgggaaaaccctggegtt
acccaacttaatcgccttgcagcacatccccctttcgccagctggcegtaatagcgaagaggeccgcaccgatcgceccttcccaacag
ttgcgcagcctatacgtacggcagtttaaggtttacacctataaaagagagagccgttatcgtctgtttgtggatgtacagagtgata
ttattgacacgccggggcgacggatggtgatccccctggccagtgcacgtctgctgtcagataaagtctcccgtgaactttacccgg
tggtgcatatcggggatgaaagctggcgcatgatgaccaccgatatggccagtgtgccggtctccgttatcggggaagaagtgg
ctgatctcagccaccgcgaaaatgacatcaaaaacgccattaacctgatgttctggggaatataaatgtcaggcatgagattatcaa
aaaggatcttcacctagatccttttcacgtagaaagccagtccgcagaaacggtgctgaccccggatgaatgtcagctactgggcta
tctggacaagggaaaacgcaagcgcaaagagaaagcaggtagcttgcagtgggcttacatggcgatagctagactgggeggtt
ttatggacagcaagcgaaccggaattgccagctggggcegcecctctggtaaggttgggaagccctgcaaagtaaactggatggcet

ttcttgccgccaaggatctgatggcgcaggggatcaagctctgatcaagagacaggatgaggatcgtttcgce

tgaattgaaaaaggaagagt




taactgtcagaccaagtttactcatatatactttagattgatttaaaacttcatttttaatttaaaaggatctaggt

gaagatcctttttgataatctcatgaccaaaatcccttaacgtgagttttcgttccactgagcgtcagaccccgtagaaaagatcaaag
gatcttcttgagatcctttttttctgcgegtaatctgctgcttgcaaacaaaaaaaccaccgctaccagcggtggtttgtttgccggatc
aagagctaccaactctttttccgaaggtaactggcttcagcagagcgcagataccaaatactgttcttctagtgtagccgtagttagg
ccaccacttcaagaactctgtagcaccgcctacatacctcgctctgctaatcctgttaccagtggctgctgccagtggcgataagtegt
gtcttaccgggttggattcaagacgatagttaccggataaggcgcagcggtcgggctgaacggggggttcgtgcacacagcecca
gcttggagcgaacgacctacaccgaactgagatacctacagcgtgagctatgagaaagcgccacgcttcccgaagggagaaag
gcggacaggtatccggtaagcggcagggtcggaacaggagagcgcacgagggagcttccagggggaaacgcectggtatcttt
atagtcctgtcgggtttcgccacctctgacttgagegtegatttttgtgatgctcgtcaggggggeggagectatggaaaaacgcca
gcaacgcggcctttttacggttcctggecttttgctggecttttgctcacatgttetttcctgegttatcecctgattctgtggataaccgta

ttaccgcctttgagtgagctgataccgctcgccgcagccgaacgaccgagcgcagcgaatcagtgagcgaggaagcggaag



Dyne TA kit/ Dyne TA core kit

Cat. No. DYK1010, DYK1012/ DYK1020, DYK1022

* pDyne TA V22| £4| (3807 bp)

+ topoisomerase (TOPO)2| &A= pDyne TAY| = 27H2] 3'endoi|
(nt £|2] 294, 295) SFEEH2Z 0|0{AUC}.

+ Lac promoter/operator : 95-216

+ M13 Reverse Primer binding site : 205-221

+ LacZa ORF: 217-534

+ MCS, Multiple Cloning Sites : 234-357

» M13(-20) Forward primer binding site : 391-406

+ ccdB ORF : 544-846

+ Kanr gene : 1057-1989

« Ampr gene : 2007-2867

pDyne TAV2
(3807 bp)

lacZa ATG
M13 Reverse Primer | HindIl KpnI  Sagl BamHI Spel

CAG GAA ACA GCT ATG Af ATG ATT ACG CCA AGC TTG GTA CCG AGC TCG GAT CCA CTA
GTC CTT TGT CGA TAC T TAC TAA TGC GGT TCG AAC CAT GGC TCG AGC CTA GGT GAT

?stXI EICORI ElcoRI
GTA ACG GCC GCC AGT GTG CTG GAA TTC GCC CTT PCR CIAA GGC GAA TTC TGC AGA
CAT TGC CGG CGG TCA CAC GAC CTT AAG CGG GAJ Bl TTC CCG CTT AAG ACG TCT
%coRV BstXI NotI XhoI NsiTI Xbal Apal

1 | | A
TAT CCA TCA CAC TGG CGG CCG CTC GAG CAT GCA TCT AGA GGG CCC AAT TCG CCC TAT

ATA GGT AGT GTG ACC GCC GGC GAG CTC GCA CAT AGA TCT CCC GGG TTA AGC GGG ATA

M13 Forward (—20) Primer

AGT GAA TCG TAT TAC AAT TCA |[CTG GCC GTC GTT TTA CGT CGT GAC TGG GAA AAC
TCA CTT AGC ATA ATG TTA AGT |GAC CGG CAG CAA AAT T GCA GCA CTG ACC CTT TTG

Dyne Blunt Kit/ Dyne Blunt core kit

Cat. No. DYK1030, DYK1032/ DYK1040, DYK1042

* pDyne Blunt V22| =4! (3807 bp)

+ Topoisomerase (TOPO)= pDyne Blunt V20| Q& 2719| 3' YTty vo ’w
(nt 91| 294, 295) 3R Z st2UCH S A

+ Lac promoter/operator : 95-216

+ M13 Reverse Primer binding site : 205-221

+ LacZa ORF : 217-534

+ MCS, Multiple Cloning Sites : 234-357

» M13(-20) Forward primer binding site : 391-406

» ccdB ORF : 544-846

pDyne Blunt V2
(3807 bp)

*.&
« Kanr gene : 1057-1989
» Ampr gene : 2007-2867
* puc origin : 3012-3685
lacZo ATG
M13 Reverse Primer | HindTr KpnI  Sacl BamHI Spel

|
CAG GAA ACA GCT ATG A ATG ATT ACG CCA AGC TTG GTA CCG AGC TCG GAT CCA CTA

GTC CTT TGT CGA TAC T TAC TAA TGC GGT TCG AAC CAT GGC TCG AGC CTA GGT GAT

llasth EcoRI EcoRI
GTA ACG GCC GCC AGT GTG CTG GAA TTC GCC CTT PCR Product AAG GGC GAA TTC TGC AGA
CAT TGC CGG CGG TCA CAC GAC CTT AAG CGG GAA TTC CCG CTT AAG ACG TCT
?coRV llasth I\IlotI XhoI NsiI Xbal Apal

| Il
TAT CCA TCA CAC TGG CGG CCG CTC GAG CAT GCA TCT AGA GGG CCC AAT TCG CCC TAT

ATA GGT AGT GTG ACC GCC GGC GAG CTC GCA CAT AGA TCT CCC GGG TTA AGC GGG ATA

M13 Forward (-20) Primer

AGT GAA TCG TAT TAC AAT TCA |[CTG GCC GTC GTT TTA CGT CGT GAC TGG GAA AAC
TCA CTT AGC ATA ATG TTA AGT |GAC CGG CAG CAA AAT T GCA GCA CTG ACC CTT TTG




Dyne TA-Blunt Kit/ Dyne TA-Blunt core kit

Cat. No. DYK1050, DYK1052/ DYK1060, DYK1062

* pDyne TA-Blunt V22| &4 (3807 bp)

« Topoisomerase (TOPO)«= pDyne TA-Blunt V20i| 2l 2712| 3' oy @ @
(nt £12| 294, 295) 3728 stlct. ﬁ

+ Lac promoter/operator : 95-216

+ M13 Reverse Primer binding site : 205-221

» LacZa ORF : 217-534

» MCS, Multiple Cloning Sites : 234-357

+ M13(-20) Forward primer binding site : 391-406

+ ccdB ORF : 544-846

» Kanr gene : 1057-1989

+ Ampr gene : 2007-2867

pDyne TA-Blunt V2
(3807 bp)

lacZa ATG

M13 Reverse Primer | HlindIII KpInI SacII ?amHI SpIeI

CAG GAA ACA GCT ATG Al ATG ATT ACG CCA AGC TTG GTA CCG AGC TCG GAT CCA CTA
GTC CTT TGT CGA TAC T TAC TAA TGC GGT TCG AAC CAT GGC TCG AGC CTA GGT GAT

BstXI EcoRI EcoRI

GTA ACG GCC GCC AGT GTG CTG GAA TTC GCC CTT PCR ProductlA~ GGC GAA TTC TGC AGA
CAT TGC CGG CGG TCA CAC GAC CTT AAG CGG GALY TTC CCG CTT AAG ACG TCT

EIZCORV BstXI NotI XhoI Nsi:l[ }I(baI Apal
TAT CCA TCA CAC TGG CGG CCG CTC GAG CAT GCA TCT AGA GGG CCC AAT TCG CCC TAT

ATA GGT AGT GTG ACC GCC GGC GAG CTC GCA CAT AGA TCT CCC GGG TTA AGC GGG ATA

M13 Forward (—20) Primer
AGT GAA TCG TAT TAC AAT TCA [CTG GCC GTC GTT TTA CGT CGT GAC TGG GAA AAC
TCA CTT AGC ATA ATG TTA AGT |[GAC CGG CAG CAA AAT GTT GCA GCA CTG ACC CTT TTG




